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Abstract
This type of lung virus infection tends to spread quickly. This virus is a highly contagious disease. Although early analysis of the disease indicated 

that the virus first appeared in Wuhan, this claim has not been fully confirmed by researchers. COVID-19 may be closely related to the spread of 
contact between humans and animals. The possibility of the virus is a mutational infection. The host of viruses that are currently believed to infect 
humans is bats. This is different from the 2002 new type of coronavirus, also known as SARS or atypical pneumonia virus, but it comes from the same 
SARS-CoV and becomes the 2019 new type of coronavirus (SARS-CoV2). However, novel SARS-CoV2 is from bats migration. The infection is caused 
by contact between humans and bats, it is worthy of discussion.
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Introduction

Figure 1: The relationship of bat migration, bird migration and COVID-19?
a)	 Hoary bats make annual long-distance migrations between Mexico and Canada (yellow lines), South American Bat (Noctilio albiventris) 
(orange lines), Little Collar Fruit Bat (Myonycteris torquate) (light blue lines), Hammerhead Fruit Bat (Hypsignathus monstrosus) (dark blue lines), 
London Vampire bats (Desmodus Rotundus) (purple lines), Chinese chrysanthemum bat (Rhinolophus sinicus) (red lines), Austria grey-headed 
flying fox (Pteropus poliocephalus) (green lines). 
b)	 Birds migrate for the winter from Northern to Southern (blue lines).
c)	 SARS-CoV-1 coronaviruses from the 2002-03 SARS outbreak in Hong Kong and transmission over the whole world (red lines). 
d)	 SARS-like beta-coronaviruses causes the novel coronavirus SARS-CoV-2 from the COVID-19 epidemic in Wuhan, China (blue lines).
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SARS and COVID-19 are both occur from bats because they have 
the same gene codes as bats genes. There is evidence that the virus 
was leaked from the Wuhan Institute of Virology, and it is not clear 
that Wuhan is the source of the virus. However, the virus SARS, 
which can infect humans, is hosted by bats migration. Why does 
COVID-19/SARS-CoV2 spread all the whole world? Is migration 
bat wrong or bird wrong? Bats migration is a presumed reservoir 
of diverse coronaviruses (CoVs) such as SARS and COVID-19. The 
identification of infections coronaviruses was provided for genetic 
variations, this virus to be named bat SARS CoV (bat-SARS-CoV) 
permitting efficient animal-to-human transmissions from Chinese 
horseshoe bats in Hong Kong in 2002, and a SARS-CoV-related virus 
from human-to-human transmissions in Wuhan in 2019 proposes 
be named COVID-19 [1]. To identify the host and geographic regions 
of COVID-19 evolutionary diversity in China could help target bat-
CoV discovery for zoonotic disease surveillance. Bats are best 
known for their long-distance migrations, like bird migration, but 
bat can’t long-distance foreign migration, birds can do this (Figure 
1). However, from the perspective of evolutionary biology, by 
comparing gene maps, the closest relative of the new coronavirus 
is found in bats and is named SARS-CoV2 [2]. However, bats can’t 
handle winter. Some bats will migrate before winter to deal with 
the freezing conditions and loss of food and spring migrates from 
South to North for food to give birth to feeding young bats (Figure 
1A). This behavior of migration bats seems to be synchronized with 
seasonal temperature changes [3]. Some bats arrived too early in 
their summer habitat may experience sudden cold and even freeze 
to death [4]. 

In temperate regions, bats need to tackle this challenge. 
However, not only bats face winter. Like bird migration from North 
to South, but bats migration was from South to North (Figure 1B). 
Bird is one species that travels across the world to migrate. The 
bird migration to south keeps warm, and feedback to Northern. 
The epidemic situation from bird infection is maned by the avian 
influenza virus [5]. The transmission in the whole world is an 
important point of difference between the two viruses. The range 
of symptoms for the two viruses is similar, severe disease appears 
to be different [6]. Related SARS-like viruses were shared and 

expand in Hong Kong, China, but COVID-19/SARS-CoV2 spread all 
the whole world from Wuhan in China (Figures 1C & 1D). Did the 
SARS-CoV 2 virus originate in China outside Wuhan? There is no 
doubt that the virus is a highly contagious disease. It has infected 
more than 4.2 million people worldwide and causes nearly 290,000 
deaths [7]. There is strong indirect evidence that SARS virus did 
not actually originate in Wuhan. Obviously, the virus can change its 
mutation rate in 2019 winter after bat spring migration [8,9]. 
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